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The healthcare industry has a huge amount of medical data and information.
But it is still not properly analyzed to discover useful information to predict
future patterns. Hence, the main objective of this study was to introduce a new
model to predict whether a person has a risk of having the Thalassemia disease
or not.The data were collected from more than 7000 patients, who are current-
ly participating in the HPLC test in the National Thalassemia Center at Ku-
runegala. The collected data were trained and tested using three different algo-
rithms. The performance of the algorithms was evaluated using the confusion
matrix. Supervised Learning Algorithms such as Decision tree (DT), Logistic
Regression, Naive Bayes were used to predict the model and Python colab on-
line editor and Jupiter notebook were used to generate and compile the pseu-
do-codes. While the Decision Tree method generated 91.34% accuracy, Naive
Bayes generated 68.58% accuracy for the data. In addition, Logistic Regression
showed 84.39% of accuracy. Comparing these three algorithms showed that
Decision Tree (DT) algorithm was the most accurate model to detect Thalas-
semia. According to year 2019 statistical reports of the Ministry of Health, the
population of Thalassemia patients in Sri Lanka has slightly increased. Hence it
can be concluded that the proposed methodology will be helpful to both doc-
tors and patients in making proper decisions based on their health conditions.
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